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Abstract 
This article contains the main provisions for the detection, accumulation and isolation of halobacterial 

viruses. A small list of data on the structure of already known non-cellular agents that affect the cells of archea 
microorganisms (in particular, haloarchae cells) is provided as a reference material. The problems of the work 
as well as its relevance both from the point of view of scientific knowledge and from the practical application 
are indicated. A fairly simple scheme is proposed and given as a solution to the problems associated with the 
detection of viruses. A simple methodology for determining halobacterial viruses in the composition of the 
studied community has been prepared and implemented. It consists of the following stages: cultivation of 
microorganisms (both deep and solid phases), infection with haloviruses, sampling potentially containing 
virus particles, concentration and isolation of viruses, obtaining the necessary images using electron 
microscopy. The selection of the optimal conditions for carrying out the viral induction was held: thermal and 
pH effects, influence of cell population density, and exposure by ultraviolet radiation. The most promising 
samples containing the viruses were identified: samples taken from Lake Alykes, Lake Schott El Jerid. Lake 
El’ton. At the end of the article, a brief analysis of the effectiveness of the method is given, including both 
advantages and disadvantages. The most important merits are simplicity, relatively fast results and the ability 
to save samples for later testing. On the other hand, it is necessary to attribute the orientation to a more 
complex approach to the study of viral exposure, implying the study of the mechanisms of viral insertion into 
the cell. Moreover, the solutions of a number of side problems, for example, arising during the preparation of 
lysis zones are needed. 
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